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D3106-1 TdT Buffer (5X) 250ul
D3106-2 TdT (10U/ul) 20ul
D3106-3 Biotin-11-dUTP (5uM) 100p1
D3106-4 Biotin-Control Oligo (0.4uM) 1001
D3106-5 Ultrapure water Iml
D3106-6 eI B 200ul
D3106-7 TE 15ml
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